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ABSTRACT

Single Nucleotide Polymorphism is
caused by single change of one Nucleotide
in the gene, and is a major impact on variety
of the human gene. In the past, SNP is used
to process genetic mutation of research and
relation between disease. We try to find out
the relation between genetic mutation and
disease through haplotype. It’s not only high
in efficiency, but also save the cost. In order
to be able to use a small amount of data and
contains rich information of TagSNPs, we
improved PSO to select better tagSNPs. In
this paper we propose a new condition to
original PSO, it is the exchange of mutually
information of particles, called Mbest, to

experimental data sets we used is download
from HapMap, and compared the accuracy
of reconstruct Haplotype and the result of
using GEVALT. The results showed that the
improved PSO this study proposed can
indeed improve the accuracy of divination.
We improved that Enhance PSO will select
better tagSNPs.

Keyword : Single Nucleotide Polymorphism,
haplotype ~ Tag SNP ~ PSO.
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